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EBICBVWTHEICLIBAHEEDEVVNIRECEEZBATAA—F VY UFREETHBETEDD
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3. S®RORAMA

Akkermansia DEMICE > TLFUBNMREINBEDEBEN LR TS LICL>THEM®
BEICa-VXIVLVAUNEEREE L, PINEBFTEEEE Lz a- VXU LA UDNLEITT HHEE
MARENFEL, MAT, REEFRELEROBVICE > THBRFEREORELHIELICC LGS
AIREME L RENFE LT, £, SERFEL-BERBEZORB/NR Y = 14 ZHHF 9 %5 KOSEA &[E
SERLBAMEZORBNNR VA ZHBINICRIDIEINHAFINET, SEFALNICLEZERN
HMEZRDELDN—F Y VREADOEEZSEESLICETLBYLGEEZRVTA—F Y URED
REDTHRIEBOMBBIZDLEIFET,



4. FAFEEHEA

TRERMEEE UENXER I O0—3 L4 iEhtz, EICKBICERT SHEOEESR,
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6. MEXE
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