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Course Title CIBoG Practice of transcriptome analysis with R
3 | NN N . .
# Bl HEBEERFEEE N—IvIkL—=27% Basic Training
Course Type
WEAS |y
Capacity
HLHE " ,
Instructor WFHIEST / Yusuke Matsui
HLHEEMRE |FTEEYZE. HETEZE. 5TERIZE / Computational Biology, Statistical Science,
Department Computer Science
. N#R Ext: 1362 (K=& / Daiko)
L EERE |
Contact
E-mail: matsui@met.nagoya—u.acjp
==X vE vy
Number of Credits 0.5E{
Ehe BB 9/19 10:00-17:00

Time and Date

9/20 10:00-17:00

et

Place

Zoom|Z&BA L TABE / Held online via Zoom

RERRE
Type of Class

%E3¥E Seminar

BEEDEM
Objectives of the
Course

INATAVTAITAVADEREL T BEFREBTORANER A LT IO—TF,
IHERA S 5 / Learn the basic concepts, approaches, and theories of gene expression
analysis as the foundation of bioinformatics

FEIEBE
Goals of the Course

BRFREFITOEREZER/L. EXWLGHENEE0ERRETEALIITHEIE, / To
acquire the basics of gene expression analysis and be able to perform basic analyses on
their own.

IREDE

Course Content

RET—ABMERDIER BEZTO. /NILY / VOGNSR Th—L
R B Fy MR, Ry —O@BITE RIS LR, EEEF S/ Lectures
and exercises will focus on expression data analysis. Concept, theory, and practice
focusing on bulk / single cell transcriptome analysis, gene set analysis, and network
analysis

BRE SENES

W HEHCH / distribute as appropriate

Textbooks
&R 5 & N .y .
Grading system W HEHSH / distribute as appropriate
S
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